Source/Description: The XMEL4 clone is a 1.5 kb cDNA subcloned into the EcoRI site of pBluescript SKII + . XMEIA was isolated from a human melanoma cDNA library. Sequence analysis showed complete homology between XMEL4 and the 2,3-biphosphoglycerate mutase (BPGM) cDNA sequence (1, 2). Chromosomal Localization: BPGM has been assigned to 7q31-q34 (3).
Mendelian Inheritance: Codominant segregation detected in all 40 CEPH families.
Probe Availability: Available from NCD at the above address.
Other Comments: Multipoint linkage analysis of the Mspl polymorphism on the 40 CEPH reference families showed that BPGM is located in the interval between MET (7q31) and TCRB (7q35) and that it is tightly linked to D7S93 (theta = 0.03, LOD = 10.5). Chromosomal Location: Between ATP1A2 (Iq21-q23) and D1S61 (Iq25-q31), based on pedigree analysis in the CEPH families.
Mendelian Inheritance: Codominant segregation observed in 6 CEPH families.
Probe Availability: Available without restriction.
Other Comments: Alleles are closely spaced and are best resolved by extended electrophoresis.
